Pseudomonas chlororaphis GP72 is a root-colonizing biocontrol strain isolated from a green pepper rhizosphere. It can produce several secondary metabolites to suppress phytopathogens. Here we present a 6.6-Mb assembly of its genome, which is the first genome sequence of the P. chlororaphis group and may provide insights into its antifungal activities.
gene clusters encoding iron acquisition systems (17) and multiple genes encoding antioxidative stress proteins, such as four catalases, 15 peroxidases, two superoxide dismutases, some oxidases (18) , and two transcription factors: SoxR (23) and OxyR (6) . Moreover, the sequence of strain GP72 shows the genes related to multidrug resistance mechanisms, such as the drug efflux pump systems, enzyme-mediated antibiotics resistance, and mobility. Therefore, the recently announced genome information for P. chlororaphis will allow further studies on control of agronomical pathogens and may provide insights into antifungal activities.
Nucleotide sequence accession numbers. This whole-genome shotgun project has been deposited at DDBJ/EMBL/GenBank under the accession number AHAY00000000. The version described in this paper is the first version, AHAY01000000.
